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Introduction:

Predicted and observed range shifts associated

with climate change, including elevation
gradients

> Are bumble bee populations going to be able to track
these climatic changes?

> What happens to existing high elevation populations if
new populations are successful at colonizing upslope?

Hypotheses:
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Genetic data suggest limited

bumble bee dispersal into Canadian
Rockies from foothills

Results:

Bombus melanopygus

> Generalist species
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Next Steps:

Process samples from
additional sampling into
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